<110> 

<120> 

<130> 

<150> 
<151> 

<150> 
<151> 

<160> 

<170> 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 
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Arti f i ci al 



Syntheti c 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



MI SC_F EATU R E 
CD • • (19) 

each of xaal, xaa2, and xaal9 is optional; when xaal is a part of 
the polypeptide, xaa2 is part of the polypeptide; each of xaa3, 
xaa5, xaa9, xaal2, and xaal4 is Tyr, Phe, or Trp. 



MI SC_F EATU R E 
CD • • (19) 

each of xaal, xaa2, xaa6, xaa7, xaalO, xaal5, xaal6, xaal8, 
xaal9 is Arg or Lys; xaal9 comprises -OH or -nh2; Cys4 is 
optionally disulfide bonded to Cysl7; Cys8 is optionally 
disulfide bonded to Cysl3. 

<400> 1 

xaa xaa xaa cys xaa xaa xaa Cys xaa xaa Gly xaa Cys xaa xaa xaa 
1 5 10 15 



and 



Cys Xaa Xaa 



<210> 2 

<211> 18 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic 
<400> 2 

Arg Arg Trp Cys Tyr Arg Lys Cys Tyr Lys Gly Tyr Cys Tyr Arg Lys 
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1 



5 



224738. ST25 
10 



15 



Cys Arg 



<210> 3 

<211> 17 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic 

<400> 3 

Lys Trp Ala Phe Arg val Ala Tyr Arg Gly lie Ala Tyr Arg Arg Ala 
1 5 10 15 

Arg 



<210> 4 

<211> 798 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Asn Leu Gin Pro lie Phe Trp lie Gly Leu lie ser ser val cys 
1 5 10 15 

Cys val Phe Ala Gin Thr Asp Glu Asn Arg Cys Leu Lys Ala Asn Ala 
20 25 30 

Lys Ser Cys Gly Glu Cys He Gin Ala Gly Pro Asn cys Gly Trp Cys 
35 40 45 

Thr Asn Ser Thr Phe Leu Gin Glu Gly Met Pro Thr Ser Ala Arg Cys 
50 55 60 

Asp Asp Leu Glu Ala Leu Lys Lys Lys Gly Cys Pro Pro Asp Asp lie 
65 70 75 80 

Glu Asn Pro Arg Gly Ser Lys Asp lie Lys Lys Asn Lys Asn Val Thr 
85 90 95 

Asn Arg ser Lys Gly Thr Ala Glu Lys Leu Lys Pro Glu Asp lie Thr 
100 105 110 

Gin lie Gin pro Gin Gin Leu val Leu Arg Leu Arg ser Gly Glu pro 
115 120 125 
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Gin Thr Phe Thr Leu Lys Phe Lys Arg Ala Glu Asp Tyr pro lie Asp 
130 135 ' 140 

Leu Tyr Tyr Leu Met Asp Leu ser Tyr ser Met Lys Asp Asp Leu Glu 
145 150 155 160 

Asn val Lys ser Leu Gly Thr Asp Leu Met Asn Glu Met Arg Arg lie 
165 170 175 

Thr ser Asp Phe Arg lie Gly Phe Gly ser Phe val Glu Lys Thr val 
180 185 190 

Met Pro Tyr lie ser Thr Thr Pro Ala Lys Leu Arg Asn Pro cys Thr 
195 200 205 

ser Glu Gin Asn cys Thr ser pro Phe ser Tyr Lys Asn val Leu ser 
210 215 220 

Leu Thr Asn Lys Gly Glu val Phe Asn Glu Leu val Gly Lys Gin Arg 
225 230 235 240 

lie ser Gly Asn Leu Asp ser Pro Glu Gly Gly Phe Asp Ala lie Met 
245 250 255 

Gin val Ala val cys Gly Ser Leu lie Gly Trp Arg Asn val Thr Arg 
260 265 " 270 

Leu Leu val Phe Ser Thr Asp Ala Gly Phe His Phe Ala Gly Asp Gly 
275 280 285 

Lys Leu Gly Gly lie val Leu Pro Asn Asp Gly Gin cys His Leu Glu 
290 295 300 

Asn Asn Met Tyr Thr Met ser His Tyr Tyr Asp Tyr Pro ser lie Ala 
305 310 315 320 

His Leu val Gin Lys Leu Ser Glu Asn Asn lie Gin Thr lie Phe Ala 
325 330 335 

val Thr Glu Glu Phe Gin Pro val Tyr Lys Glu Leu Lys Asn Leu lie 
340 345 350 

Pro Lys Ser Ala Val Gly Thr Leu Ser Ala Asn Ser Ser Asn val lie 
355 360 365 

Gin Leu lie lie Asp Ala Tyr Asn Ser Leu Ser Ser Glu val lie Leu 
370 375 380 
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Glu Asn Gly Lys Leu ser Glu Gly val Thr lie Ser Tyr Lys ser Tyr 
385 390 395 400 

Cys Lys Asn Gly val Asn Gly Thr Gly Glu Asn Gly Arg Lys Cys Ser 
405 410 415 

Asn lie Ser lie Gly Asp Glu val Gin Phe Glu lie ser lie Thr Ser 
420 425 430 

Asn Lys Cys Pro Lys Lys Asp ser Asp Ser Phe Lys lie Arg Pro Leu 
435 440 445 

Gly Phe Thr Glu Glu val Glu Val lie Leu Gin Tyr lie Cys Glu Cys 
450 455 460 

Glu Cys Gin Ser Glu Gly lie Pro Glu Ser Pro Lys Cys His Glu Gly 
465 470 475 480 

Asn Gly Thr Phe Glu Cys Gly Ala Cys Arg Cys Asn Glu Gly Arg val 
485 490 495 

Gly Arg His Cys Glu Cys Ser Thr Asp Glu val Asn Ser Glu Asp Met 
500 505 510 

Asp Ala Tyr Cys Arg Lys Glu Asn ser ser Glu lie cys Ser Asn Asn 
515 520 525 

Gly Glu Cys val cys Gly Gin Cys val Cys Arg Lys Arg Asp Asn Thr 
530 535 540 

Asn Glu lie Tyr ser Gly Lys Phe Cys Glu Cys Asp Asn Phe Asn Cys 
545 550 555 560 

Asp Arg Ser Asn Gly Leu lie Cys Gly Gly Asn Gly Val Cys Lys Cys 
565 570 575 

Arg Val Cys Glu Cys Asn Pro Asn Tyr Thr Gly Ser Ala Cys Asp Cys 
580 585 590 

Ser Leu Asp Thr Ser Thr Cys Glu Ala Ser Asn Gly Gin lie Cys Asn 
595 600 605 

Gly Arg Gly lie Cys Glu Cys Gly val Cys Lys Cys Thr Asp Pro Lys 
610 615 620 

Phe Gin Gly Gin Thr cys Glu Met Cys Gin Thr Cys Leu Gly Val Cys 
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625 



630 



224738. ST25 
635 



640 



Ala Glu His Lys Glu Cys val Gin Cys Arg Ala Phe Asn Lys Gly Glu 
645 650 655 

Lys Lys Asp Thr Cys Thr Gin Glu Cys Ser Tyr Phe Asn lie Thr Lys 
660 665 670 

val Glu Ser Arg Asp Lys Leu Pro Gin Pro val Gin Pro Asp Pro val 
675 680 685 

Ser His Cys Lys Glu Lys Asp val Asp Asp Cys Trp Phe Tyr Phe Thr 
690 695 700 

Tyr ser val Asn Gly Asn Asn Glu val Met val His val val Glu Asn 
705 710 715 720 

Pro Glu Cys Pro Thr Gly Pro Asp lie lie Pro lie Val Ala Gly val 
725 730 735 

val Ala Gly lie val Leu lie Gly Leu Ala Leu Leu Leu lie Trp Lys 
740 745 750 

Leu Leu Met lie lie His Asp Arg Arg Glu Phe Ala Lys Phe Glu Lys 
755 760 765 

Glu Lys Met Asn Ala Lys Trp Asp Thr Gly Glu Asn Pro lie Tyr Lys 
770 775 780 

Ser Ala val Thr Thr val val Asn Pro Lys Tyr Glu Gly Lys 
785 790 795 



<210> 5 

<211> 3656 

<212> DNA 

<213> Homo sapiens 












<400> 5 
agcgggagtc 


gcggaacagc 


aggcccgagc 


ccaccgcgcc 


gggccccgga 


cgccgcgcgg 


60 


aaaagatgaa 


tttacaacca 


attttctgga 


ttggactgat 


cagttcagtt 


tgctgtgtgt 


120 


ttgctcaaac 


agatgaaaat 


agatgtttaa 


aagcaaatgc 


caaatcatgt 


ggagaatgta 


180 


tacaagcagg 


gccaaattgt 


gggtggtgca 


caaattcaac 


atttttacag 


gaaggaatgc 


240 


ctacttctgc 


acgatgtgat 


gatttagaag 


ccttaaaaaa 


gaagggttgc 


cctccagatg 


300 


acatagaaaa 


tcccagaggc 


tccaaagata 


taaagaaaaa 


taaaaatgta 


accaaccgta 


360 


gcaaaggaac 


agcagagaag 


ctcaagccag 


aggatattac 
page 


tcagatccaa 
5 


ccacagcagt 


420 



224738. ST25 



tggttttgcg 


attaagatca 


ggggagccac 


agacatttac 


attaaaattc 


aagagagctg 


A Of\ 

480 


aagactatcc 


cattgacctc 


tactacctta 


tggacctgtc 


ttactcaatg 


aaagacgatt 


540 


tggagaatgt 


aaaaagtctt 


ggaacagatc 


tgatgaatga 


aatgaggagg 


attacttcgg 


600 


acttcagaat 


tggatttggc 


tcatttgtgg 


aaaagactgt 


gatgccttac 


attagcacaa 


CCA 

660 


caccagctaa 


gctcaggaac 


ccttgcacaa 


gtgaacagaa 


ctgcaccagc 


ccatttagct 


720 


acaaaaatgt 


gctcagtctt 


actaataaag 


gagaagtatt 


taatgaactt 


gttggaaaac 


780 


agcgcatatc 


tggaaatttg 


gattctccag 


aaggtggttt 


cgatgccatc 


atgcaagttg 


840 


cagtttgtgg 


atcactgatt 


ggctggagga 


atgttacacg 


gctgctggtg 


ttttccacag 


900 


atgccgggtt 


tcactttgct 


ggagatggga 


aacttggtgg 


cattgtttta 


ccaaatgatg 


960 


gacaatgtca 


cctggaaaat 


aatatgtaca 


caatgagcca 


ttattatgat 


tatccttcta 


1020 


ttgctcacct 


tgtccagaaa 


ctgagtgaaa 


ataatattca 


gacaattttt 


gcagttactg 


1080 


aagaatttca 


gcctgtttac 


aaggagctga 


aaaacttgat 


ccctaagtca 


gcagtaggaa 


1140 


cattatctgc 


aaattctagc 


aatgtaattc 


agttgatcat 


tgatgcatac 


aattcccttt 


1200 


cctcagaagt 


cattttggaa 


aacggcaaat 


tgtcagaagg 


agtaacaata 


agttacaaat 


1260 


cttactgcaa 


gaacggggtg 


aatggaacag 


gggaaaatgg 


aagaaaatgt 


tccaatattt 


1320 


ccattggaga 


tgaggttcaa 


tttgaaatta 


gcataacttc 


aaataagtgt 


ccaaaaaagg 


1380 


attctgacag 


ctttaaaatt 


aggcctctgg 


gctttacgga 


ggaagtagag 


gttattcttc 


1 A A f\ 

1440 


agtacatctg 


tgaatgtgaa 


tgccaaagcg 


aaggcatccc 


tgaaagtccc 


aagtgtcatg 


1500 


aaggaaatgg 


gacatttgag 


tgtggcgcgt 


gcaggtgcaa 


tgaagggcgt 


gttggtagac 


1560 


attgtgaatg 


cagcacagat 


gaagttaaca 


gtgaagacat 


ggatgcttac 


tgcaggaaag 


1620 


aaaacagttc 


agaaatctgc 


agtaacaatg 


gagagtgcgt 


ctgcggacag 


tgtgtttgta 


1680 


ggaagaggga 


taatacaaat 


gaaatttatt 


ctggcaaatt 


ctgcgagtgt 


gataatttca 


1740 


actgtgatag 


atccaatggc 


ttaatttgtg 


gaggaaatgg 


tgtttgcaag 


tgtcgtgtgt 


1800 


gtgagtgcaa 


ccccaactac 


actggcagtg 


catgtgactg 


ttctttggat 


actagtactt 


1860 


gtgaagccag 


caacggacag 


atctgcaatg 


gccggggcat 


ctgtgagtgt 


ggtgtctgta 


1920 


agtgtacaga 


tccgaagttt 


caagggcaaa 


cgtgtgagat 


gtgtcagacc 


tgccttggtg 


1980 


tctgtgctga 


gcataaagaa 


tgtgttcagt 


gcagagcctt 


caataaagga 


gaaaagaaag 


2040 


acacatgcac 


acaggaatgt 


tcctatttta 


acattaccaa 


ggtagaaagt 


cgggacaaat 


2100 


taccccagcc 


ggtccaacct 


gatcctgtgt 


cccattgtaa 


ggagaaggat 


gttgacgact 


2160 


gttggttcta 


ttttacgtat 


tcagtgaatg 


ggaacaacga 


ggtcatggtt 


catgttgtgg 


2220 


agaatccaga 


gtgtcccact 


ggtccagaca 


tcattccaat 


tgtagctggt 


gtggttgctg 


2280 


gaattgttct 


tattggcctt 


gcattactgc 


tgatatggaa 
Page 


gcttttaatg 
6 


ataattcatg 


2340 
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acagaaggga 


gtttgctaaa 


tttgaaaagg 


agaaaatgaa 


tgccaaatgg 


gacacgggtg 


2400 


aaaatcctat 


ttataagagt 


gccgtaacaa 


ctgtggtcaa 


tccgaagtat 


gagggaaaat 


2460 


gagtactgcc 


cgtgcaaatc 


ccacaacact 


gaatgcaaag 


tagcaatttc 


catagtcaca 


2520 


gttaggtagc 


tttagggcaa 


tattgccatg 


gttttactca 


tgtgcaggtt 


ttgaaaatgt 


2580 


acaatatgta 


taatttttaa 


aatgttttat 


tattttgaaa 


ataatgttgt 


aattcatgcc 


2640 


agggactgac 


aaaagacttg 


agacaggatg 


gttattcttg 


tcagctaagg 


tcacattgtg 


2700 


cctttttgac 


cttttcttcc 


tggactattg 


aaatcaagct 


tattggatta 


agtgatattt 


2760 


ctatagcgat 


tgaaagggca 


atagttaaag 


taatgagcat 


gatgagagtt 


tctgttaatc 


2820 


atgtattaaa 


actgattttt 


agctttacaa 


atatgtcagt 


ttgcagttat 


gcagaatcca 


2880 


aagtaaatgt 


cctgctagct 


agttaaggat 


tgttttaaat 


ctgttatttt 


gctatttgcc 


2940 


tgttagacat 


gactgatgac 


atatctgaaa 


gacaagtatg 


ttgagagttg 


ctggtgtaaa 


3000 


atacgtttga 


aatagttgat 


ctacaaaggc 


catgggaaaa 


attcagagag 


ttaggaagga 


3060 


aaaaccaata 


gctttaaaac 


ctgtgtgcca 


ttttaagagt 


tacttaatgt 


ttggtaactt 


3120 


ttatgccttc 


actttacaaa 


ttcaagcctt 


agataaaaga 


accgagcaat 


tttctgctaa 


3180 


aaagtccttg 


atttagcact 


atttacatac 


aggccatact 


ttacaaagta 


tttgctgaat 


3240 


ggggaccttt 


tgagttgaat 


ttattttatt 


atttttattt 


tgtttaatgt 


ctggtgcttt 


3300 


ctatcacctc 


ttctaatctt 


ttaatgtatt 


tgtttgcaat 


tttggggtaa 


gacttttttt 


3360 


atgagtactt 


tttctttgaa 


gttttagcgg 


tcaatttgcc 


tttttaatga 


acatgtgaag 


3420 


ttatactgtg 


gctatgcaac 


agctctcacc 


tacgcgagtc 


ttactttgag 


ttagtgccat 


3480 


aacagaccac 


tgtatgttta 


cttctcacca 


tttgagttgc 


ccatcttgtt 


tcacactagt 


3540 


cacattcttg 


ttttaagtgc 


ctttagtttt 


aacagttcac 


tttttacagt 


gctatttact 


3600 


gaagttattt 


attaaatatg 


cctaaaatac 


ttaaatcgga 


aaaaaaaaaa 


aaaaaa 


3656 



<210> 6 

<211> 93 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Asn Ala Lys val val val val Leu val Leu val Leu Thr Ala Leu 
1 5 10 15 



Cys Leu Ser Asp Gly Lys Pro Val Ser Leu Ser Tyr Arg Cys Pro Cys 
20 25 30 

Arg Phe Phe Glu ser His val Ala Arg Ala Asn val Lys His Leu Lys 
35 40 45 
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lie Leu Asn Thr Pro Asn Cys Ala Leu Gin lie Val Ala Arg Leu Lys 
50 55 60 

Asn Asn Asn Arg Gin val cys lie Asp Pro Lys Leu Lys Trp lie Gin 
65 70 75 80 

Glu Tyr Leu Glu Lys Ala Leu Asn Lys Arg Phe Lys Met 
85 90 

<210> 7 

<211> 3524 

<212> DNA 

<213> Homo sapiens 



<400> 7 



tctccgtcag 


ccgcattgcc 


cgctcggcgt 


ccggcccccg 


acccgtgctc 


gtccgcccgc 


60 


ccgcccgccc 


gcccgcgcca 


tgaacgccaa 


ggtcgtggtc 


gtgctggtcc 


tcgtgctgac 


120 


cgcgctctgc 


ctcagcgacg 


ggaagcccgt 


cagcctgagc 


tacagatgcc 


catgccgatt 


180 


cttcgaaagc 


catgttgcca 


gagccaacgt 


caagcatctc 


aaaattctca 


acactccaaa 


240 


ctgtgccctt 


cagattgtag 


cccggctgaa 


gaacaacaac 


agacaagtgt 


gcattgaccc 


300 


gaagctaaag 


tggattcagg 


agtacctgga 


gaaagcttta 


aacaagaggt 


tcaagatgtg 


360 


agagggtcag 


acgcctgagg 


aacccttaca 


gtaggagccc 


agctctgaaa 


ccagtgttag 


420 


ggaagggcct 


gccacagcct 


cccctgccag 


ggcagggccc 


caggcattgc 


caagggcttt 


480 


gttttgcaca 


ctttgccata 


ttttcaccat 


ttgattatgt 


agcaaaatac 


atgacattta 


540 


tttttcattt 


agtttgatta 


ttcagtgtca 


ctggcgacac 


gtagcagctt 


agactaaggc 


600 


cattattgta 


cttgccttat 


tagagtgtct 


ttccacggag 


ccactcctct 


gactcagggc 


660 


tcctgggttt 


tgtattctct 


gagctgtgca 


ggtggggaga 


ctgggctgag 


ggagcctggc 


720 


cccatggtca 


gccctagggt 


ggagagccac 


caagagggac 


gcctgggggt 


gccaggacca 


780 


gtcaacctgg 


gcaaagccta 


gtgaaggctt 


ctctctgtgg 


gatgggatgg 


tggagggcca 


840 


catgggaggc 


tcaccccctt 


ctccatccac 


atgggagccg 


ggtctgcctc 


ttctgggagg 


900 


gcagcagggc 


taccctgagc 


tgaggcagca 


gtgtgaggcc 


agggcagagt 


gagacccagc 


960 


cctcatcccg 


agcacctcca 


catcctccac 


gttctgctca 


tcattctctg 


tctcatccat 


1020 


catcatgtgt 


gtccacgact 


gtctccatgg 


ccccgcaaaa 


ggactctcag 


gaccaaagct 


1080 


ttcatgtaaa 


ctgtgcacca 


agcaggaaat 


gaaaatgtct 


tgtgttacct 


gaaaacactg 


1140 


tgcacatctg 


tgtcttgtgt 


ggaatattgt 


ccattgtcca 


atcctatgtt 


tttgttcaaa . 


1200 


gccagcgtcc 


tcctctgtga 


ccaatgtctt 


gatgcatgca 


ctgttccccc 


tgtgcagccg 


1260 


ctgagcgagg 


agatgctcct 


tgggcccttt 


gagtgcagtc 
Page 


ctgatcagag 
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ccgtggtcct 


1320 



224738. ST25 



ttggggtgaa 


ctaccttggt 


tcccccactg 


atcacaaaaa 


catggtgggt 


ccatgggcag 


1380 


agcccaaggg 


aattcggtgt 


gcaccagggt 


tgaccccaga 


ggattgctgc 


cccatcagtg 


1440 


ctccctcaca 


tgtcagtacc 


ttcaaactag 


ggccaagccc 


agcactgctt 


gaggaaaaca 


1500 


agcattcaca 


acttgttttt 


ggtttttaaa 


acccagtcca 


caaaataacc 


aatcctggac 


1560 


atgaagattc 


tttcccaatt 


cacatctaac 


ctcatcttct 


tcaccatttg 


gcaatgccat 


1620 


catctcctgc 


cttcctcctg 


ggccctctct 


gctctgcgtg 


tcacctgtgc 


ttcgggccct 


1680 


tcccacagga 


catttctcta 


agagaacaat 


gtgctatgtg 


aagagtaagt 


caacctgcct 


1740 


gacatttgga 


gtgttcccct 


cccactgagg 


gcagtcgata 


gagctgtatt 


aagccactta 


1800 


aaatgttcac 


ttttgacaaa 


ggcaagcact 


tgtgggtttt 


tgttttgttt 


ttcattcagt 


1860 


cttacgaata 


cttttgccct 


ttgattaaag 


actccagtta 


aaaaaaattt 


taatgaagaa 


1920 


agtggaaaac 


aaggaagtca 


aagcaaggaa 


actatgtaac 


atgtaggaag 


taggaagtaa 


1980 


attatagtga 


tgtaatcttg 


aattgtaact 


gttcgtgaat 


ttaataatct 


gtagggtaat 


2040 


tagtaacatg 


tgttaagtat 


tttcataagt 


atttcaaatt 


ggagcttcat 


ggcagaaggc 


2100 


aaacccatca 


acaaaaattg 


tcccttaaac 


aaaaattaaa 


atcctcaatc 


cagctatgtt 


2160 


atattgaaaa 


aatagagcct 


gagggatctt 


tactagttat 


aaagatacag 


aactctttca 


2220 


aaaccttttg 


aaattaacct 


ctcactatac 


cagtataatt 


gagttttcag 


tggggcagtc 


2280 


attatccagg 


taatccaaga 


tattttaaaa 


tctgtcacgt 


agaacttgga 


tgtacctgcc 


2340 


cccaatccat 


gaaccaagac 


cattgaattc 


ttggttgagg 


aaacaaacat 


gaccctaaat 


2400 


cttgactaca 


gtcaggaaag 


gaatcatttc 


tatttctcct 


ccatgggaga 


aaatagataa 


2460 


gagtagaaac 


tgcagggaaa 


attatttgca 


taacaattcc 


tctactaaca 


atcagctcct 


2520 


tcctggagac 


tgcccagcta 


aagcaatatg 


catttaaata 


cagtcttcca 


tttgoaaggg 


2580 


aaaagtctct 


tgtaatccga 


atctcttttt 


gctttcgaac 


tgctagtcaa 


gtgcgtccac 


2640 


gagctgttta 


ctagggatcc 


ctcatctgtc 


cctccgggac 


ctggtgctgc 


ctctacctga 


2700 


cactcccttg 


ggctccctgt 


aacctcttca 


gaggccctcg 


ctgccagctc 


tgtatcagga 


2760 


cccagaggaa 


ggggccagag 


gctcgttgac 


tggctgtgtg 


ttgggattga 


gtctgtgcca 


2820 


cgtgtatgtg 


ctgtggtgtg 


tccccctctg 


tccaggcact 


gagataccag 


cgaggaggct 


2880 


ccagagggca 


ctctgcttgt 


tattagagat 


tacctcctga 


gaaaaaagct 


tccgcttgga 


2940 


gcagaggggc 


tgaatagcag 


aaggttgcac 


ctcccccaac 


cttagatgtt 


ctaagtcttt 


3000 


ccattggatc 


tcattggacc 


cttccatggt 


gtgatcgtct 


gactggtgtt 


atcaccgtgg 


3060 


gctccctgac 


tgggagttga 


tcgcctttcc 


caggtgctac 


acccttttcc 


agctggatga 


3120 


gaatttgagt 


gctctgatcc 


ctctacagag 


cttccctgac 
Page 


tcattctgaa 
9 


ggagccccat 


3180 
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tcctgggaaa tattccctag aaacttccaa atcccctaag cagaccactg ataaaaccat 3240 

gtagaaaatt tgttattttg caacctcgct ggactctcag tctctgagca gtgaatgatt 3300 

cagtgttaaa tgtgatgaat actgtatttt gtattgtttc aagtgcatct cccagataat 3360 

gtgaaaatgg tccaggagaa ggccaattcc tatacgcagc gtgctttaaa aaataaataa 3420 

gaaacaactc tttgagaaac aacaatttct actttgaagt cataccaatg aaaaaatgta 3480 

tatgcactta taattttcct aataaagttc tgtactcaaa tgta 3524 

<210> 8 

<211> 195 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Ala Trp Glu Ala Arg Arg Glu Pro Gly Pro Arg Arg Ala Ala Val 
1 5 10 15 

Arg Glu Thr val Met Leu Leu Leu Cys Leu Gly Val Pro Thr Gly Arg 
20 25 30 

Pro Tyr Asn val Asp Thr Glu Ser Ala Leu Leu Tyr Gin Gly Pro His 
35 40 45 

Asn Thr Leu Phe Gly Tyr Ser val val Leu His Ser His Gly Ala Asn 
50 55 60 

Arg Trp Leu Leu val Gly Ala Pro Thr Ala Asn Trp Leu Ala Asn Ala 
65 70 75 80 

Ser Val lie Asn Pro Gly Ala lie Tyr Arg Cys Arg lie Gly Lys Asn 
85 90 95 

Pro Gly Gin Thr Cys Glu Gin Leu Gin Leu Gly Ser Pro Asn Gly Glu 
100 105 110 

Pro Cys Gly Lys Thr Cys Leu Glu Glu Arg Asp Asn Gin Trp Leu Gly 
115 120 ^ 125 

Val Thr Leu Ser Arg Gin Pro Gly Glu Asn Gly Ser lie val Thr Cys 
130 135 140 

Gly His Arg Trp Lys Asn lie Phe Tyr lie Lys Asn Glu Asn Lys Leu 
145 150 155 160 

Pro Thr Gly Gly Cys Tyr Gly val Pro Pro Asp Leu Arg Thr Glu Leu 
165 170 175 
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ser Lys Arg lie Ala pro cys Tyr Gin Gly ser lie ser Lys Tyr Arg 
180 185 190 

Ala Arg Thr 
195 

<210> 9 

<211> 1427 

<212> DNA 

<213> Homo sapiens 



<400> 9 



gggggctctt 


gctgagccca 


gagccatccc 


gcgctctgcg 


ggctgggagg 


cccgggccag 


60 


gacgcgagtc 


ctgcgcagcc 


gaggttcccc 


agcgccccct 


gcagccgcgc 


gtaggcagag 


120 


acggagcccg 


gccctgcgcc 


tccgcaccac 


gcccgggacc 


ccacccagcg 


gcccgtaccc 


180 


ggagaagcag 


cgcgagcacc 


cgaagctccc 


ggctggcggc 


agaaaccggg 


agtggggccg 


240 


ggcgagtgcg 


cggcatccca 


ggccggcccg 


aacgctccgc 


ccgcggtggg 


ccgacttccc 


300 


ctcctcttcc 


ctctctcctt 


cctttagccc 


gctggcgccg 


gacacgctgc 


gcctcatctc 


360 


ttggggcgtt 


cttccccgtt 


ggccaaccgt 


cgcatcccgt 


gcaactttgg 


ggtagtggcc 


420 


gtttagtgtt 


gaatgttccc 


caccgagagc 


gcatggcttg 


ggaagcgagg 


cgcgaacccg 


480 


gcccccgaag 


ggccgccgtc 


cgggagacgg 


tgatgctgtt 


gctgtgcctg 


ggggtcccga 


540 


ccggccgccc 


ctacaacgtg 


gacactgaga 


gcgcgctgct 


ttaccagggc 


ccccacaaca 


600 


cgctgttcgg 


ctactcggtc 


gtgctgcaca 


gccacggggc 


gaaccgatgg 


ctcctagtgg 


660 


gtgcgcccac 


tgccaactgg 


ctcgccaacg 


cttcagtgat 


caatcccggg 


gcgatttaca 


720 


gatgcaggat 


cggaaagaat 


cccggccaga 


cgtgcgaaca 


gctccagctg 


ggtagcccta 


780 


atggagaacc 


ttgtggaaag 


acttgtttgg 


aagagagaga 


caatcagtgg 


ttgggggtca 


840 


cactttccag 


acagccagga 


gaaaatggat 


ccatcgtgac 


ttgtgggcat 


agatggaaaa 


900 


atatatttta 


cataaagaat 


gaaaataagc 


tccccactgg 


tggttgctat 


ggagtgcccc 


960 


ctgatttacg 


aacagaactg 


agtaaaagaa 


tagctccgtg 


ttatcaaggt 


agcatcagca 


1020 


agtacagagc 


taggacataa 


cagaagtgag 


cagaattggg 


gtgaatgtca 


acagagcatg 


1080 


tcagaggata 


tctgcagcaa 


aactaaaatc 


caacaatgcg 


tctttaggag 


ctaagaaaca 


1140 


tatgaatgca 


aattcataat 


tttctaacca 


ccctcactct 


caaaaaaaaa 


tccctcagca 


1200 


cgcaaagaaa 


aattttattg 


gttggcaaaa 


ctttggccaa 


gtatttgagt 


tcaattatgg 


1260 


gtgctaataa 


gactttggtc 


tttcttcctt 


ggaatgtgat 


gtcacagagc 


agcttatatt 


1320 


acatatattc 


ctattttgcc 


ttcggatacc 


caaaagataa 


aaaagtgaat 


attgattctc 


1380 


agttgcaata 


aaactcagtc 


ttgatttctg 


caaaaaaaaa 


aaaaaaa 




1427 
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<210> 10 

<211> 352 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Glu Gly lie Ser lie Tyr Thr Ser Asp Asn Tyr Thr Glu Glu Met 
1 5 10 15 

Gly Ser Gly Asp Tyr Asp Ser Met Lys Glu Pro Cys Phe Arg Glu Glu 
20 25 30 

Asn Ala Asn Phe Asn Lys lie Phe Leu Pro Thr lie Tyr Ser lie lie 
35 40 45 

Phe Leu Thr Gly lie val Gly Asn Gly Leu val lie Leu val Met Gly 
50 55 60 

Tyr Gin Lys Lys Leu Arg Ser Met Thr Asp Lys Tyr Arg Leu His Leu 
65 70 75 80 

Ser Val Ala Asp Leu Leu Phe val lie Thr Leu Pro Phe Trp Ala val 
85 90 95 

Asp Ala val Ala Asn Trp Tyr Phe Gly Asn Phe Leu Cys Lys Ala val 
100 105 110 

His val lie Tyr Thr Val Asn Leu Tyr Ser Ser Val Leu lie Leu Ala 
115 120 125 

Phe lie Ser Leu Asp Arg Tyr Leu Ala lie val His Ala Thr Asn Ser 
130 135 140 

Gin Arg Pro Arg Lys Leu Leu Ala Glu Lys val val Tyr val Gly val 
145 ~ 150 155 160 

Trp lie Pro Ala Leu Leu Leu Thr lie Pro Asp Phe lie Phe Ala Asn 
165 170 175 

Val Ser Glu Ala Asp Asp Arg Tyr lie Cys Asp Arg Phe Tyr Pro Asn 
180 185 ' ~ 190 

Asp Leu Trp val val val Phe Gin Phe Gin His lie Met val Gly Leu 
195 200 205 

lie Leu Pro Gly lie val lie Leu Ser cys Tyr Cys lie lie lie Ser 
210 215 220 
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Lys Leu ser His Ser Lys Gly His Gin Lys Arg Lys Ala Leu Lys Thr 
225 230 235 240 

Thr val lie Leu lie Leu Ala Phe Phe Ala Cys Trp Leu Pro Tyr Tyr 
245 250 255 

He Gly He Ser He Asp Ser Phe lie Leu Leu Glu lie lie Lys Gin 
260 265 270 

Gly Cys Glu Phe Glu Asn Thr Val His Lys Trp lie Ser lie Thr Glu 
275 280 285 

Ala Leu Ala Phe Phe His Cys Cys Leu Asn Pro lie Leu Tyr Ala Phe 
290 295 300 

Leu Gly Ala Lys Phe Lys Thr Ser Ala Gin His Ala Leu Thr Ser val 
305 310 315 320 

Ser Arg Gly Ser Ser Leu Lys lie Leu Ser Lys Gly Lys Arg Gly Gly 
325 330 335 

His Ser Ser val Ser Thr Glu Ser Glu Ser ser Ser Phe His Ser Ser 
340 345 350 



<210> 11 

<211> 1662 

<212> DNA 

<213> Homo sapiens 












<400> 11 
ccgagggcct 


gagtgctcca 


gtagccaccg 


catctggaga 


accagcggtt 


accatggagg 


60 


ggatcagtat 


atacacttca 


gataactaca 


ccgaggaaat 


gggctcaggg 


gactatgact 


120 


ccatgaagga 


accctgtttc 


cgtgaagaaa 


atgctaattt 


caataaaatc 


ttcctgccca 


180 


ccatctactc 


catcatcttc 


ttaactggca 


ttgtgggcaa 


tggattggtc 


atcctggtca 


240 


tgggttacca 


gaagaaactg 


agaagcatga 


cggacaagta 


caggctgcac 


ctgtcagtgg 


300 


ccgacctcct 


ctttgtcatc 


acgcttccct 


tctgggcagt 


tgatgccgtg 


gcaaactggt 


360 


actttgggaa 


cttcctatgc 


aaggcagtcc 


atgtcatcta 


cacagtcaac 


ctctacagca 


420 


gtgtcctcat 


cctggccttc 


atcagtctgg 


accgctacct 


ggccatcgtc 


cacgccacca 


480 


acagtcagag 


gccaaggaag 


ctgttggctg 


aaaaggtggt 


ctatgttggc 


gtctggatcc 


540 


ctgccctcct 


gctgactatt 


cccgacttca 


tctttgccaa 


cgtcagtgag 


gcagatgaca 


600 


gatatatctg 


tgaccgcttc 


taccccaatg 


acttgtgggt 


ggttgtgttc 


cagtttcagc 


660 


acatcatggt 


tggccttatc 


ctgcctggta 


ttgtcatcct 
Page 


gtcctgctat 
13 


tgcattatca 


720 



224738. ST25 



tctccaagct 


gtcacactcc 


aagggccacc 


agaagcgcaa 


ggccctcaag 


accacagtca 


780 


tcctcatcct 


ggctttcttc 


gcctgttggc 


tgccttacta 


cattgggatc 


agcatcgact 


840 


ccttcatcct 


cctggaaatc 


atcaagcaag 


ggtgtgagtt 


tgagaacact 


gtgcacaagt 


900 


ggatttccat 


caccgaggcc 


ctagctttct 


tccactgttg 


tctgaacccc 


atcctctatg 


960 


ctttccttgg 


agccaaattt 


aaaacctctg 


cccagcacgc 


actcacctct 


gtgagcagag 


1020 


ggtccagcct 


caagatcctc 


tccaaaggaa 


agcgaggtgg 


acattcatct 


gtttccactg 


1080 


agtctgagtc 


ttcaagtttt 


cactccagct 


aacacagatg 


taaaagactt 


ttttttatac 


1140 


gataaataac 


ttttttttaa 


gttacacatt 


tttcagatat 


aaaagactga 


ccaatattgt 


1200 


acagttttta 


ttgcttgttg 


gatttttgtc 


ttgtgtttct 


ttagtttttg 


tgaagtttaa 


1260 


ttgacttatt 


tatataaatt 


ttttttgttt 


catattgatg 


tgtgtctagg 


caggacctgt 


1320 


ggccaagttc 


ttagttgctg 


tatgtctcgt 


ggtaggactg 


tagaaaaggg 


aactgaacat 


1380 


tccagagcgt 


gtagtgaatc 


acgtaaagct 


agaaatgatc 


cccagctgtt 


tatgcataga 


1440 


taatctctcc 


attcccgtgg 


aacgtttttc 


ctgttcttaa 


gacgtgattt 


tgctgtagaa 


1500 


gatggcactt 


ataaccaaag 


cccaaagtgg 


tatagaaatg 


ctggtttttc 


agttttcagg 


1560 


agtgggttga 


tttcagcacc 


tacagtgtac 


agtcttgtat 


taagttgtta 


ataaaagtac 


1620 


atgttaaact 


taaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aa 




1662 
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